Introduction
Wheat (Triticum aestivum L.) is the staple food for most of the world population including Pakistan [1] . Increased agricultural productivity occurred largely due to the development of highyielding cultivars and increased fertilizer use. With the introduction of semi-dwarf wheat cultivars, wheat productivity has been increased in all the major cropping systems representing the diverse and varying agro-ecological conditions. Breeders can be enhanced wheat production through development of improved genotypes capable of producing better yield under various agro climatic conditions. Selection for grain yield can only be effective if desired genetic variability is present in the genetic stock. Plant breeders are interested in development of new varieties which are having high yield potential and therefore, the identification and use of genotypes with better genetic potential is a continuous prerequisite for synthesis of physiologically efficient and genetically superior genotypes [2] . Grain yield is a complex quantitative trait and highly influenced by genetic and environmental factors. Direct selection for this trait could be misleading so for successful selection information on the genetic variability and correlation of morpho-agronomic traits with grain yield are helpful. Correlation studies provide a better understanding of the association of different characters with grain yield. The study of associations among various traits is useful to breeders in selecting genotypes possessing groups of desired traits [3] . The present study was conducted to estimate correlations coefficients for important parameters of F 2 wheat population.
Materials and Methods
This study was conducted at Plant Breeding and Genetics Research Farm, The University 0f Agriculture, Peshawar during 2010-11. The experimental material comprised 20 wheat genotypes including six parents and their fourteen F 2 crosses (Table I) . A randomized complete block design with 3 replications was used. Each entry consisted of 4 rows with row length of 3 meter. Row to row distance was maintained 30 cm. Standard cultural practices were carried throughout the growing season.
Results and Discussion
Data collected for different characters were analyzed using standard ANOVA procedure and are presented in the following paragraphs.
Analysis of variance showed highly significant differences among the genotypes for plant height (Table II) . Plant height ranged from 65.07 to 88.93 cm (Table III) . Maximum (88.93 cm) plant height was recorded for cross PS-2004 × PS-2005 while minimum (65.07 cm) for parent G-98. Plant height had positive and highly significant correlation with grain yield plant-1 (r = 0.453) and spike weight (r = 0.453) (Table IV) . In accordance to our study Lad et al. (2003) 
INTRODUCTION
Maize (Zea mays L.), the leading summer crop of Pakistan, is equally famous in rest of the world agriculture system. The national average yield of maize in Pakistan is very low (2984 kg ha -1 ) with a further half of the national average yield (1590 kg ha -1 ) in Khyber Pakhtunkhwa [1] . Besides the seasonal water shortage, the reason of this low yield could be associated to poor soil organic matter and either low but inappropriate nutrients application to the crop especially the nitrogen. Density also matters for lower production [2] that either not properly maintained after sowing and/or does not meet the required density during anthesis [3] . The shift affinity from an open pollinated variety to hybrid has increased in the cultivation in the region. However, sufficient nutrients application to the hybrids as per crop and soil demand is still stagnant due to either shortage at sowing time in the market and/or poor economic status of the local growers [4] . Similarly higher seed cost of commercial than the local hybrids limited growers to maintain the desired density under the circumstances if moisture has been highly depleted at the time of planting and/or water availability limits the crop establishment in the early growth and development phase [3, 5] . Maize roots have been identified the highly sensitive to response to moisture in the early establishment phase of growth [6, 7] . It is obvious that a good commercial hybrids might not perform as to the expectation of growers in the prevailing situations if the required inputs not meet the crop requirements and/or the abrupt changes in weather and climate make the plant inefficient to perform accordingly e.g. abrupt fluctuations in seasonal temperatures at anthesis and grain development, short duration stress of heat and drought in day time in hot summer and/or the nights and day by Khokhar et al [4] and Saleem et al [5] . Analysis for days to maturity showed significant differences among wheat genotypes (Table II) (Table III) . Days to maturity ranged from 166 to 171 days. Days to maturity had negative and highly significant correlation (r = -0.442) with grain yield plant-1 (Table IV) .
Analysis of variance showed significant differences among the genotypes for spikelets spike-1 (Table II) . Mean values for spikelets spike-1 ranged from 18.7 to 21.9 (Table III) . Maximum spikelets spike-1 (21.9) was observed for parent AUP-4006 and their cross with PS-2004 while minimum (18.7) was recorded for PS-2005. Spikelets spike-1 had positive highly significant correlation with grains spike-1 while non-significant with grain yield plant-1 (Table IV) . Similar relationship between spikelets spike -1 and grains spike -1 was also published by Ali et al [6] and Munir et al [7] .
Analysis of variance showed non-significant differences among the genotypes for spike weight (Table II) . Mean value for spike weight ranged from 2.89 to 4.42 g (Table III ). The maximum (4.42 g) spike weight was observed for cross PS-2005 × AUP-4006 and minimum (2.89 g) for parent, G-98 (Table  IV) . Spike weight had positive highly significant correlation with grain yield plant-1 (r = 0.362), plant height (r = 0.499) and grains spike-1 (r = 0.693).
Analysis of variance for grains spike-1 showed non-significant differences among the genotypes (Table II) . Mean value for grains spike-1 ranged from 55.3 to 70.4 (Table III) (Table III) . Grains spike-1 had positive and highly significant correlation with grain yield plant-1 (r = 0.380), spikelets spike-1 (r = 0.359) and spike weight (r = 0.693). Aliu et al [8] Khorkut and Bilgin [9] Munir et al. [7] and Yildirim et al. [10] reported positive and significant correlation of grains spike-1 with grain yield plant-1. Results revealed non-significant differences among wheat genotypes for grain yield plant-1 (Table II) . Mean value for grain yield plant-1 ranged from 8.23 to 18.93 g (Table III) (Table III) . Grain yield plant-1 had positive and highly significant correlation with grains spike-1 (r = 0.380), spike weight (r = 0.362) and plant height (r = 0.453) while highly significant negative correlation with days to maturity (r = -0.442). In relation to our study Anwar et al. [2] Khaliq et al. [11] and Lad et al. [12] ----------0.380** * = significant, ** = highly significant
